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<210> 1 

<211> 2984 

<212> DNA 

<213> Homo sapiens 



<400> 1 
gcgccccagt 


cgacgctgag 


ctcctctgct 


actcagagtt 


gcaacctcag 


cctcgctatg 


60 


gctcccagca 


gcccccggcc 


cgcgctgccc 


gcactcctgg 


tcctgctcgg 


ggctctgttc 


120 


ccaggacctg 


gcaatgccca 


gacatctgtg 


tccccctcaa 


aagtcatcct 


gccccgggga 


180 


ggctccgtgc 


tggtgacatg 


cagcacctcc 


tgtgaccagc 


ccaagttgtt 


gggcatagag 


240 


accccgttgc 


ctaaaaagga 


gttgctcctg 


cctgggaaca 


accggaaggt 


gtatgaactg 


300 


agcaatgtgc 


aagaagatag 


ccaaccaatg 


tgctattcaa 


actgccctga 


tgggcagtca 


360 


acagctaaaa 


ccttcctcac 


cgtgtactgg 


actccagaac 


gggtggaact 


ggcacccctc 


420 


ccctcttggc 


agccagtggg 


caagaacctt 


accctacgct 


gccaggtgga 


gggtggggca 


480 


ccccgggcca 


acctcaccgt 


ggtgctgctc 


cgtggggaga 


aggagctgaa 


acgggagcca 


540 


gctgtggggg 


agcccgctga 


ggtcacgacc 


acggtgctgg 


tgaggagaga 


tcaccatgga 


600 


gccaatttct 


cgtgccgcac 


tgaactggac 


ctgcggcccc 


aagggctgga 


gctgtttgag 


660 
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tttgtcctgc cagcgactcc 


rrraraartt 

LLLaLCia^ L L 


720 




cinci t* r c t* a n a 


ggtggacacg 


caggggaccg 


tggtctgttc 


\_v. Lyy «.v_y y y 


780 


rtnttrrran 


ll Lv_yyayy l 


ccaggtccac 


ctggcactgg 


gggaccagag 




840 


ar antrarrt 
aLdy LLaLL L 


d LyyL.ddL.ya. 


ctccttctcg 


gccaaggcct 


cagtcagtgt 


aaccacaaaa 


900 


narnannfira 

yaLydyyy La 


LLLdyLyyL l 


gacgtgtgca gtaatactgg 


ggaaccagag 


craaaaaaca 

v_. v_ ca y y uw v- u 


960 


l. Lyi.dycLL.ciy 


LyaLLa l l. l a 


cagctttccg 


gcgcccaacg 


tgattctgac 




1020 


ntrtranaan 
y ll LL.ci.yci ay 


yyciL.L.ydyy l 


gacagtgaag 


tgtgaggccc 


accctagagc 


caaaataaca 

^-v*«*yy L y uv *y 


1080 


l. x.ydd Lyyyy 


L ILLayLLLa 


gccactgggc 


ccgagggccc 


agctcctgct 


aaaaaccacc 


1140 


ccagagy dcd 


acgggcgcdg 


cttctcctgc 


tctgcaaccc 


tggaggtggc 


v. y y v- v- t*.y v. i_ v. 


1200 


d LdCdCddy d 


dccagdcccg 


ggagcttcgt 


gtcctgtatg 


gcccccgact 


aaaraaaaaa 

y y aty ay ay y 


1260 


ga l Lg xccgg 


gdddL. Ly gdL. 


gtggccagaa 


aattcccagc 


agactccaat 


y LyLLayyL l 


1320 


i-gggggaacc 


LdLiyLLLyd 


gctcaagtgt 


ctaaaggatg 


gcactttccc 


acta cc cat c 


1380 


ggggaa xcag 


igdCigiLdL 


tcgagatctt 


gagggcacct 


acctctgtcg 


aacc3.c1a3.QC 

y y l. Lay y ay v- 


1440 


ac xcaagggg 


dgg LCduccg 


caaggtgacc 


gtgaatgtgc 


tctccccccg 


atataaaatt 


1500 


g TCdlCd ICd 


c tg xgg Ldgc 


agccgcagtc 


ataatgggca 


ctgcaggcct 


caacacatac 


1560 


C LCTdtddCC 


gccagcggaa 


gatcaagaaa 


tacagactac 


aacaggccca 


aaaaaaaacc 

auuuy y y v* w v. 


1620 


CCCdigdddC 


CyddLdLdLd 


agccacgcct 


ccctgaacct 


atcccgggac 


agggcc tct t 


1680 


cc Lcggcc l l 


LLLdtdLLyy 


tggcagtggt 


gccacactga 


acagagtgga 


aaacatatac 


1740 


ca xgcagc na 


y -3 y y 4~ ^ /~ y t~\ f*% 

Cdcc Ldccgg 


ccctgggacg 


ccggaggaca 


gggcattgtc 


ctcaatcaaa 


1800 


LdCddCdgCd 


l l Lggggcca 


tggtacctgc 


acacctaaaa 


cactaggcca 


cacatctaat 


1860 


C Lg Ldg LCdC 


digdCtddgC 


caagaggaag 


gagcaagact 


caagacatga 


ttaatiaaa "tea 

l> v. y i_ y y *-y 


1920 


IldddgiCId 


gccxga xgag 


aggggaagtg 


gtgggggaga 


catagcccca 


ccataaaaac 


1980 


a tacaac rgg 


gaaa lac rga 


aacttgctgc 


ctattgggta 


tgctgaggcc 


rcacaaactt 


2040 


acdgddgddg 


xggccc Lccd 


LdydLdiy iy 


1" 7KC\C 7K"\T 7K7\7\ 
LaLJLu LL.Ct.ClCl 


acacaaaggc 


ccacacttcc 


2100 


Lgdcggdugc 


cdyL LLyyyL 


actgctgtct 


actgacccca 


acccttgatg 


atatatattt 


2160 


dL LCdX L Lg L 


Ld L L LLdLLd 


gctatttatt 


gagtgtcttt 


tatgtaggct 


aaataaacat 


2220 


agg re Lcxgg 


/•/■♦/■^ /»nnan 

cc xcacggag 


ctcccagtcc 


taatcacatt 


caaggtcacc 


aaatacaatt 


2280 


gtacagg l xg 


LdCdCigcdg 


gagagtgcct 


ggcaaaaaga 


LLaaa Lyyyy 


ctaaaacttc 

v. t_ y y y w w v. ^» 


2340 


tcattggcca 


acctgccttt 


ccccagaagg 


agtgattttt 


ctatcggcac 


aaaagcacta 


2400 


tatggactgg 


taatggttac 


aggttcagag 


attacccagt 


gaggccttat 


tcctcccttc 


2460 


cccccaaaac 


tgacaccttt 


gttagccacc 


tccccaccca 


catacatttc 


tgccagtgtt 


2520 


cacaatgaca 


ctcagcggtc 


atgtctggac 


atgagtgccc 
Page 


agggaatatg 
2 


cccaagctat 


2580 



gccttgtcct 
cctgcagtga 
ctcccagctt 
gctctgtcac 
ttgggctcaa 
caccacacct 
cccagacttc 



cttgtcctgt 
tcagggtcct 
tggaagcctc 
ccaggctgga 
gtgatcctcc 
ggcaaatttg 
ctttgtgtta 



ttgcatttca 
gcaagcagtg 
atccgcgtgt 
gtgcagtggt 
cacctcagcc 
attttttttt 
gttaataaag 
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ctgggagctt gcactatgca 
gggaaggggg ccaaggtatt 
gtgtgtgtgt gtatgtgtag 
gcaatcatgg ttcactgcag 
tcctgagtag ctgggaccat 
tttttccaga gacggggtct 
ctttctcaac tgcc 



gctccagttt 
ggaggactcc 
acaagctctc 
tcttgacctt 
aggctcacaa 
cgcaacattg 



<210> 2 

<211> 189 

<212> DNA 

<213> Homo sapiens 

<400> 2 

ggaggctccg tgctggtgac atgcagcacc tcctgtgacc agcccaagtt gttgggcata 
gagaccccgt tgcctaaaaa ggagttgctc ctgcctggga acaaccggaa ggtgtatgaa 
ctgagcaatg tgcaagaaga tagccaacca atgtgctatt caaactgccc tgatgggcag 
tcaacagct 

<210> 3 

<211> 198 

<212> DNA 

<213> Homo sapiens 



2640 
2700 
2760 
2820 
2880 
2940 
2984 



60 
120 
180 
189 



<400> 3 

ggcaagaacc ttaccctacg ctgccaggtg gagggtgggg caccccgggc caacctcacc 
gtggtgctgc tccgtgggga gaaggagctg aaacgggagc cagctgtggg ggagcccgct 
gaggtcacga ccacggtgct ggtgaggaga gatcaccatg gagccaattt ctcgtgccgc 
actgaactgg acctgcgg 

<210> 4 

<211> 532 

<212> PRT 

<213> Homo sapiens 

Page 3 



60 
120 
180 
198 



# 



6330854 



<400> 4 



Met Ala Pro Ser ser Pro Arg Pro Ala Leu Pro Ala Leu Leu val Leu 
1 5 ' 10 15 



Leu Gly Ala Leu Phe Pro Gly Pro Gly Asn Ala Gin Thr ser val ser 
20 25 30 



Pro Ser Lys val lie Leu Pro Arg Gly Gly Ser val Leu val Thr Cys 
35 40 45 



Ser Thr ser cys Asp Gin Pro Lys Leu Leu Gly lie Glu Thr pro Leu 
50 55 60 



Pro Lys Lys Glu Leu Leu Leu Pro Gly Asn Asn Arg Lys val Tyr Glu 
65 70 75 80 



Leu ser Asn val Gin Glu Asp ser Gin pro Met Cys Tyr ser Asn cys 
85 90 95 



Pro Asp Gly Gin Ser Thr Ala Lys Thr Phe Leu Thr Val Tyr Trp Thr 
100 105 110 



pro Glu Arg val Glu Leu Ala Pro Leu Pro ser Trp Gin Pro val Gly 
115 120 125 



Lys Asn Leu Thr Leu Arg Cys Gin val Glu Gly Gly Ala Pro Arg Ala 
130 135 140 



Asn Leu Thr val val Leu Leu Arg Gly Glu Lys Glu Leu Lys Arg Glu 
145 150 155 160 



pro Ala Val Gly Glu Pro Ala Glu val Thr Thr Thr val Leu val Arg 
165 170 175 



Arg Asp His His Gly Ala Asn Phe Ser Cys Arg Thr Glu Leu Asp Leu 
180 185 190 



Pro Gin Gly Leu Glu Leu Phe Glu Asn Thr Ser Ala Pro Tyr Gin 
195 200 205 



Leu Gin Thr Phe val Leu Pro Ala Thr Pro Pro Gin Leu val ser Pro 
210 215 220 



Arg val Leu Glu val Asp Thr Gin Gly Thr val val Cys ser Leu Asp 




230 



235 
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Gly Leu Phe Pro val Ser Glu Ala Gin val His Leu Ala Leu Gly Asp 
245 250 255 

Gin Arg Leu Asn Pro Thr val Thr Tyr Gly Asn Asp ser Phe Ser Ala 
260 265 270 

Lys Ala Ser val Ser val Thr Ala Glu Asp Glu Gly Thr Gin Arg Leu 
275 280 285 

Thr cys Ala val lie Leu Gly Asn Gin Ser Gin Glu Thr Leu Gin Thr 
290 295 300 

val Thr He Tyr Ser Phe Pro Ala Pro Asn val lie Leu Thr Lys Pro 
305 310 315 320 

Glu val Ser Glu Gly Thr Glu val Thr val Lys Cys Glu Ala His Pro 
325 330 335 

Arg Ala Lys val Thr Leu Asn Gly val Pro Ala Gin Pro Leu Gly Pro 
340 345 350 

Arg Ala Gin Leu Leu Leu Lys Ala Thr Pro Glu Asp Asn Gly Arg ser 
355 360 365 

Phe Ser Cys ser Ala Thr Leu Glu val Ala Gly Gin Leu lie His Lys 
370 375 380 

Asn Gin Thr Arg Glu Leu Arg Val Leu Tyr Gly Pro Arg Leu Asp Glu 
385 390 395 400 

Arg Asp cys Pro Gly Asn Trp Thr Trp Pro Glu Asn Ser Gin Gin Thr 
405 410 415 

Pro Met Cys Gin Ala Trp Gly Asn Pro Leu Pro Glu Leu Lys Cys Leu 
420 425 430 

Lys Asp Gly Thr Phe Pro Leu Pro lie Gly Glu Ser val Thr val Thr 
435 440 445 

Arg Asp Leu Glu Gly Thr Tyr Leu Cys Arg Ala Arg ser Thr Gin Gly 
450 '455 460 

Glu val Thr Arg Glu val Thr val Asn val Leu ser Pro Arg Tyr Glu 
465 470 475 480 

lie val He lie Thr val val Ala Ala Ala val He Met Gly Thr Ala 
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485 490 495 

Gly Leu ser Thr Tyr Leu Tyr Asn Arg Gin Arg Lys lie Lys Lys Tyr 
500 505 510 

Arg Leu Gin Gin Ala Gin Lys Gly Thr Pro Met Lys Pro Asn Thr Gin 
515 520 525 

Ala Thr Pro Pro 
530 

<210> 5 

<211> 63 

<212> PRT 

<213> Homo sapiens 



<400> 5 

Gly Gly ser val Leu val Thr cys Ser Thr Ser Cys Asp Gin Pro Lys 
1 5 10 15 

Leu Leu Gly lie Glu Thr Pro Leu Pro Lys Lys Glu Leu Leu Leu Pro 
20 25 30 

Gly Asn Asn Arg Lys val Tyr Glu Leu Ser Asn val Gin Glu Asp Ser 
35 40 45 

Gin Pro Met Cys Tyr Ser Asn Cys Pro Asp Gly Gin ser Thr Ala 
50 55 60 

<210> 6 

<211> 66 

<212> PRT 

<213> Homo sapiens 



<400> 6 

Gly Lys Asn Leu Thr Leu Arg Cys Gin val Glu Gly Gly Ala Pro Arg 
1 5 10 15 

Ala Asn Leu Thr val val Leu Leu Arg Gly Glu Lys Glu Leu Lys Arg 
20 25 30 
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Glu Pro Ala val Gly Glu Pro Ala Glu val Thr Thr Thr val Leu val 
35 40 45 

Arg Arg Asp His His Gly Ala Asn Phe Ser Cys Arg Thr Glu Leu Asp 
50 55 60 

Leu Arg 
65 

<210> 7 
<211> 1614 
<212> DNA 
<213> Mus sp. 



300 
360 



<400> 7 

atggcttcaa cccgtgccaa gcccacgcta cctctgctcc tggccctggt caccgttgtg bu 

atccctgggc ctggtgatgc tcaggtatcc atccatccca gagaagcctt cctgccccag 120 

ggtgggtccg tgcaggtgaa ctgttcttcc tcatgcaagg aggacctcag cctgggcttg 180 

gagactcagt ggctgaaaga tgagctcgag agtggaccca actggaagct gtttgagctg 240 
agcgagatcg gggaggacag cagtccgctg tgctttgaga actgtggcac cgtgcagtcg 
tccgcttccg ctaccatcac cgtgtattcg tttccggaga gtgtggagct gagacctctg 

ccagcctggc agcaagtagg caaggacctc accctgcgct gccacgtgga tggtggagca 420 

ccgcggaccc agctctcagc agtgctgctc cgtggggagg agatactgag ccgccagcca 480 

gtgggtgggc accccaagga ccccaaggag atcacattca cggtgctggc tagcagaggg 540 

gaccacggag ccaatttctc atgccgcaca gaactggatc tcaggccgca agggctggca 600 

ttgttctcta atgtctccga ggccaggagc ctccggactt tcgatcttcc agctaccatc 660 

ccaaagctcg acacccctga cctcctggag gtgggcaccc agcagaagtt gttttgctcc 720 

ctggaaggcc tgtttcctgc ctctgaagct cggatatacc tggagctggg aggccagatg 780 
ccgacccagg agagcacaaa cagcagtgac tctgtgtcag ccactgcctt ggtagaggtg 
actgaggagt tcgacagaac cctgccgctg cgctgcgttt tggagctagc ggaccagatc 
ctggagacgc agaggacctt aacagtctac aacttttcag ctccggtcct gaccctgagc 

cagctggagg tctcggaagg gagccaagta actgtgaagt gtgaagccca cagtgggtcg 1020 

aaggtggttc ttctgagcgg cgtcgagcct aggccaccca ccccgcaggt ccaattcaca 1080 

ctgaatgcca gctcggagga tcacaaacga agcttctttt gctctgccgc tctggaggtg 1140 

gcgggaaagt tcctgtttaa aaaccagacc ctggaactgc acgtgctgta tggtcctcgg 1200 
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ctggacgaga cggactgctt ggggaactgg acctggcaag aggggtctca gcagactctg 1260 

aaatgccagg cctgggggaa cccatctcct aagatgacct gcagacggaa ggcagatggt 1320 

gccctgctgc ccatcggggt ggtgaagtct gtcaaacagg agatgaatgg tacatacgtg 1380 

tgccatgcct ttagctccca tgggaatgtc accaggaatg tgtacctgac agtactgtac 1440 

cactctcaaa ataactggac tataatcatt ctggtgccag tactgctggt cattgtgggc 1500 

ctcgtgatgg cagcctctta tgtttataac cgccagagaa agatcaggat atacaagtta 1560 

cagaaggctc aggaggaggc cataaaactc aagggacaag ccccacctcc ctga 1614 

<210> 8 
<211> 204 
<212> DNA 
<213> Mus sp. 

<400> 8 cn 
ggcacccagc agaagttgtt ttgctccctg gaaggcctgt ttcctgcctc tgaagctcgg bu 

atatacctgg agctgggagg ccagatgccg acccaggaga gcacaaacag cagtgactct 120 

gtgtcagcca ctgccttggt agaggtgact gaggagttcg acagaaccct gccgctgcgc 180 

tgcgttttgg agctagcgga ccag 204 

<210> 9 
<211> 162 
<212> DNA 
<213> Mus sp, 

<400> 9 cn 
gggagccaag taactgtgaa gtgtgaagcc cacagtgggt cgaaggtggt tcttctgagc 60 

ggcgtcgagc ctaggccacc caccccgcaa gtccaattca cactgaatgc cagctcggag 120 

gatcacaaac gaagcttctt ttgctctgcc gctctggagg tg 162 

<210> 10 

<211> 159 

<212> DNA 

<213> Mus sp. 



Page 8 





60 



tgcagacgga aggcagatgg tgccctgctg cccatcgggg tggtgaagtc tgtcaaacag 120 



<210> 11 

<211> 68 

<212> PRT 

<213> Mus sp. 

<400> 11 

Gly Thr Gin Gin Lys Leu Phe Cys Ser Leu Glu Gly Leu Phe Pro Ala 
15 10 15 

ser Glu Ala Arg lie Tyr Leu Glu Leu Gly Gly Gin Met Pro Thr Gin 
20 25 30 

Glu ser Thr Asn ser ser Asp ser val Ser Ala Thr Ala Leu val Glu 
35 40 45 

val Thr Glu Glu Phe Asp Arg Thr Leu Pro Leu Arg Cys val Leu Glu 
50 55 60 

Leu Ala Asp Gin 
65 

<210> 12 
<211> 54 
<212> PRT 
<213> Mus sp. 

<400> 12 

Gly ser Gin val Thr val Lys Cys Glu Ala His Ser Gly Ser Lys val 
15 10 15 

val Leu Leu Ser Gly val Glu Pro Arg Pro Pro Thr Pro Gin val Gin 
20 25 30 

Phe Thr Leu Asn Ala Ser ser Glu Asp His Lys Arg Ser Phe Phe Cys 
35 40 45 
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Ser Ala Ala Leu Glu Val 
50 

<210> 13 
<211> 53 
<212> PRT 
<213> Mus sp. 

<400> 13 

Glu Gly Ser Gin Gin Thr Leu Lys Cys Gin Ala Trp Gly Asn Pro Ser 
1 5 10 15 

Pro Lys Met Thr Cys Arg Arg Lys Ala Asp Gly Ala Leu Leu Pro lie 

Gly val Val Lys Ser val Lys Gin Glu Met Asn Gly Thr Tyr val Cys 
35 40 45 

His Ala Phe ser Ser 
50 

<210> 14 
<211> 1608 
<212> DNA 

<213> Artificial sequence 
<220> 

<223> dna encoding a human/mouse chimaeric ICAM-1 polypeptide 
<400> 14 

atggctccca gcagcccccg gcccgcgctg cccgcactcc tggtcctgct cggggctctg 
ttcccaggac ctggcaatgc ccagacatct gtgtccccct caaaagtcat cctgccccgg 
ggaggctccg tgctggtgac atgcagcacc tcctgtgacc agcccaagtt gttgggcata 
gagaccccgt tgcctaaaaa ggagttgctc ctgcctggga acaaccggaa ggtgtatgaa 
ctgagcaatg tgcaagaaga tagccaacca atgtgctatt caaactgccc tgatgggcag 
tcaacagcta aaaccttcct caccgtgtac tggactccag aacgggtgga actggcaccc 
ctcccctctt ggcagccagt gggcaagaac cttaccctac gctgccaggt ggagggtggg 
gcaccccggg ccaacctcac cgtggtgctg ctccgtgggg agaaggagct gaaacgggag 



60 
120 
180 
240 
300 
360 
420 
480 
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v_ v_ a. y v. ty uyy 


yyyy y 


tgaggtcacg 


accacggtgc 


tggtgaggag agatcaccat 


540 


yyay v.caa l. i. 


U.V. i_ \-y i_ y \_ ^ y 


cactgaactg 


gacctgcggc 


cccaagggct ggcattgttc 


600 


LL. L au LL) LL L 


v-^_ycLyyi_v_cxy 


gagcctccgg 


actttcgatc 


ttccaactac catcccaaaq 


660 


f"\TC\7KC7KCCC 

l. LLyciLav»c^ 


rtnarrtrrt 
v. iyav.v. llll 


ggaggtgggc 


acccagcaga 


aattatttta ctccctqqaa 


720 




rtnr rtrtna 

V- Ly lv. i_ v_ iya 


agctcggata tacctggagc 


taaaaaacca aataccaacc 


780 


L_dyya.ya.y L,a 


v_aaav_dyi_ciy 


tgactctgtg 


tcagccactg 


ccttaataaa aataactaaq 


840 


yciy L LLyaLa 


ydcn_i_i_Lyv_v- 


gctgcgctgc 


gttttggagc 


taacaaacca aatcctaqaq 


900 


dLyLdydyyd 


L.L. L LaaUay L 


ctacaacttt 


tcagctcctg 


tcctaaccct aaqccaqctq 


960 


y ay y uuy y 


aayyy<iyi.\.a 


agtaactgtg 


aagtgtgaag 


cccacaatqq qtcqaaqgtq 


1020 


yiLLlLLLyd 


g uyy t_y Li_yd 


gcctaggcca 


cccaccccgc 


aagtccaatt cacactgaat 


1080 


gccagc Lcgg 


dy yd LLaLaa 


acgaagcttc 


ttttgctctg 


ccgctctgga ggtggcggga 


1140 


aagx uccxg l 


LLdddddLLa 


gaccctggaa 


ctgcacgtgc 


tgtatggtcc tcggctggac 


1200 


gagacggacr 


gc L xggggaa 


ctggacctgg 


caagaggggt 


ctcagcagac tctgaaatgc 


1260 


caggccLgyy 




tcctaagatg acctgcagac ggaaggcaga tggtgccctg 


1320 


ctgcccatcg 


gggtggtgaa 


gtctgtcaaa 


caggagatga 


atggtacata cgtgtgccat 


1380 


gcctttagct 


cccatgggaa 


tgtcaccagg aatgtgtacc tgacagtact gtaccactct 


1440 


caaaataact 


ggactataat 


cattctggtg ccagtactgc tggtcattgt gggcctcgtg 


1500 


atggcagcct 


cttatgttta 


taaccgccag 


agaaagatca 


ggatatacaa gttacagaag 


1560 


gctcaggagg 


aggccataaa 


actcaaggga 


caagccccac 


ctccctga 


1608 


<210> 15 












<211> 535 












<212> PRT 












<213> Artificial sequence 









<220> 

<223> Amino acid sequence of a human/mouse chimaeric ICAM-I polypeptide 
<400> 15 

Met Ala Pro ser Ser Pro Arg pro Ala Leu Pro Ala Leu Leu val Leu 
1 5 10 15 

Leu Glv Ala Leu Phe Pro Gly Pro Gly Asn Ala Gin Thr Ser val Ser 
20 25 30 

Page 11 



# • 



-6330854 

Pro Ser Lys val lie Leu Pro Arg Gly Gly Ser val Leu val Thr Cys 
35 40 45 

Ser Thr ser Cys Asp Gin Pro Lys Leu Leu Gly lie Glu Thr Pro Leu 
50 55 60 

pro Lys Lys Glu Leu Leu Leu Pro Gly Asn Asn Arg Lys val Tyr Glu 
65 70 75 80 

Leu Ser Asn val Gin Glu Asp ser Gin Pro Met Cys Tyr ser Asn Cys 
85 90 95 

Pro Asp Gly Gin Ser Thr Ala Lys Thr Phe Leu Thr Val Tyr Trp Thr 
100 105 110 

Pro Glu Arg val Glu Leu Ala Pro Leu Pro Ser Trp Gin Pro val Gly 
115 120 125 

Lys Asn Leu Thr Leu Arg Cys Gin val Glu Gly Gly Ala Pro Arg Ala 
130 135 140 

Asn Leu Thr Val val Leu Leu Arg Gly Glu Lys Glu Leu Lys Arg Glu 
145 150 155 160 

pro Ala val Gly Glu Pro Ala Glu val Thr Thr Thr val Leu val Arg 
165 170 175 

Arg Asp His His Gly Ala Asn Phe Ser cys Arg Thr Glu Leu Asp Leu 
180 185 ~ 190 

Arg Pro Gin Gly Leu Ala Leu Phe Ser Asn val ser Glu Ala Arg ser 
195 200 205 

Leu Arg Thr Phe Asp Leu Pro Ala Thr lie Pro Lys Leu Asp Thr Pro 
210 215 220 

Asp Leu Leu Glu Val Gly Thr Gin Gin Lys Leu Phe Cys Ser Leu Glu 
225 230 235 240 

Gly Leu Phe Pro Ala ser Glu Ala Arg lie Tyr Leu Glu Leu Gly Gly 
245 250 255 

Gin Met Pro Thr Gin Glu Ser Thr Asn Ser Ser Asp Ser val Ser Ala 
260 265 270 

Thr Ala Leu val Glu Val Thr Glu Glu Phe Asp Arg Thr Leu Pro Leu 
275 280 285 
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Arg cys val Leu Glu Leu Ala Asp Gin lie Leu Glu Thr Gin Arg Thr 
290 295 300 

Leu Thr Val Tyr Asn Phe Ser Ala Pro val Leu Thr Leu ser Gin Leu 
305 310 315 320 

Glu val Ser Glu Gly Ser Gin val Thr val Lys Cys Glu Ala His ser 
325 330 335 

Gly Ser Lys val val Leu Leu Ser Gly val Glu Pro Arg Pro Pro Thr 
340 345 350 

Pro Gin val Gin Phe Thr Leu Asn Ala Ser Ser Glu Asp His Lys Arg 
355 360 365 

Ser Phe Phe Cys Ser Ala Ala Leu Glu val Ala Gly Lys Phe Leu Phe 
370 375 380 

Lys Asn Gin Thr Leu Glu Leu His Val Leu Tyr Gly Pro Arg Leu Asp 
385 390 395 400 

Glu Thr Asp Cys Leu Gly Asn Trp Thr Trp Gin Glu Gly Ser Gin Gin 
405 410 415 

Thr Leu Lys Cys Gin Ala Trp Gly Asn Pro Ser Pro Lys Met Thr Cys 
420 425 430 

Arg Arg Lys Ala Asp Gly Ala Leu Leu Pro lie Gly val val Lys ser 
435 440 445 

val Lys Gin Glu Met Asn Gly Thr Tyr Val Cys His Ala Phe Ser Ser 
450 455 460 

His Gly Asn val Thr Arg Asn val Tyr Leu Thr val Leu Tyr His Ser 
465 470 475 480 

Gin Asn Asn Trp Thr lie lie lie Leu val Pro val Leu Leu val lie 
485 490 495 

val Gly Leu val Met Ala Ala Ser Tyr val Tyr Asn Arg Gin Arg Lys 
500 505 510 

lie Arg lie Tyr Lys Leu Gin Lys Ala Gin Glu Glu Ala lie Lys Leu 
515 520 525 

Lys Gly Gin Ala Pro Pro Pro 
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530 



535 



<210> 16 

<211> 2602 

<212> DNA 

<213> Rattus sp. 

<400> 16 

ctgctgcctg cactttgccc tggtcctcca atggcttcaa cccgtgccag gcccatgctg 
cctctgctcc tggtcctggt cgccgttgtg atccccgggc ctgtcggtgc tcaggtatcc 
atccatccca cagaagcctt cctgcctcgg ggtggatccg tgcaggtgaa ctgctcttcc 
tcttgcgaag acgagaacct cggcctgggg ttggagacta actggatgaa agacgaacta 
tcgagtggac acaactggaa gctcttcaag ctgagcgaca ttggggaaga cagcagacca 
ctgtgctttg agaactgtgg caccacgcag tcctcggctt ctgccaccat cactgtgtat 
tcgttcccag agcgagtgga gctggatcct ctgcccgcct ggcagcaggt gggcaagaac 
ctcatcctgc gctgcctggt ggaaggcgga gcaccgcgga cacagctctc agtagtgctg 
ctccgtggga atgagacact gagccgccag gcagtggatg gggaccccaa ggagatcaca 
ttcacggtgc tggccagcag aggcgaccac ggagccaatt tctcatgctt cacagaactg 
gacctcaggc cacaagggct gtcactgttc aagaatgtct ccgaggtcag gcagctccgg 
actttcgatc ttccgactag ggtcctgaag ctcgacaccc ctgacctcct ggaggtgggc 
acccagcaga agttcttgtg ttccctggaa ggcctgtttc ctgcctctga agctcagata 
tacctggaga tgggaggcca gatgctgacc ctggagagca caaacagcag agattttgtg 
tcagccactg cctcagtgga ggtgactgag aagttggaca gaaccctgca gctgcgctgt 
gttttggagc tggcggacca gaccctggag atggagaaga ccttgagaat ctacaacttt 
tcagctccca tcctgaccct gagccagccg gaggtctcag aaggggacca agtaactgtg 
aagtgtgaag cccacggtgg ggcacaggtg gtgcttctga acagtacttc ccccaggcca 
cccacctcac agggtacttc ccccaggcca cccacctcac agatccaatt cacactgaat 
gccagcccgg aggatcacaa acgacgcttc ttttgctctg cggccttgga ggtggatggg 
aagtccctgt ttaaaaacca gaccttggaa ctccatgtgc tatatggtcc tcacctggac 
aagaaggact gcttggggaa ctggacctgg caagaggggt ctcagcagac tcttacatgc 
cagccccagg ggaatccagc ccctaatctg acctgcagcc ggaaagcaga tggtgtcccg 
ctgcctatcg ggatggtgaa gtctgtcaaa cgggagatga atggtaccta caagtgccgt 
gcctttagct cccgtgggag tatcaccagg gacgtgcacc tgacagtgct gtaccatgat 



60 
120 
180 
240 
300 
360 
420 
480 
540 
600 
660 
720 
780 
840 
900 
960 
1020 
1080 
1140 
1200 
1260 
1320 
1380 
1440 
1500 
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cagaatacct gggtcataat tgttggtgtg ttggtactga tcattgcggg cttcgtgatc 
gtggcgtcca tttacaccta ttaccgccag aggaagatca ggatatacaa gttacagaag 
gctcaggagg aggccctaaa actcaaggta caagccccgc ctccctgagc ccactggaca 
ggacacctgc ctgggccccg ctgctcttga acagatcaat ggacagcatt tacccctcac 
ccacctcctc tggctgtcac aggacaggac agtggcctgg ggatgcatac ttgtagcctc 
aggcctaaga ggactcggag gggcaagact gtgaactcgt gacctggaca cacctacagc 
ctggtgggcc tgcagccaag aaaggctgac ttccttctct attacccctg ctgaggggcc 
ccctacctta ggaaggtgtg atatccggta gacacaagca agagaagaaa aggaacacca 
tgcttcctct gacatgggaa agctgggaca ctgtccccaa ctcttgttga tgtatttatt 
aattcagagt tctgacagtt atttattgag taccctgtac agacactaga ggagtgagca 
ggttaacatg taagttattg cctagaccct ggtgaagggg cacaacagag tctggggaaa 
gatcatacgg gtttgggctt ctccacaggt cagggtgctt tcctcaaaag agctgatttc 
tttcacgagt catataaata ctatgtggac gagcagtggc cctctgctcg tagacctctc 
tgggacccct gcctcctccc acagcctgga gtctcccagc accagcatgg gtgaccacct 
ccccacctac atacattcct acctttgttc ccaatgtcaa ccaccatgcc taaatatgga 
cgctcacctt tagcagctca acaatggagt ctcatgcccg tgaaattatg gtcaatccct 
gcatgcctcc acccggctcc acctcaaaga gaatgcctgg gagaaaatgt tccaaccact 
tagaagggtc ctgcaagctg ttgtgggagg gtaggcaccc ctcccagcgc agaagccttt 
cctttgaatc aataaagttt ta 

<210> 17 

<211> 19 

<212> PRT 

<213> Artificial sequence 
<220> 

<223> Synthetic peptide SB186 

<400> 17 

Cys Thr Pro Leu Pro Lys Lys Glu Leu Leu Leu Pro Gly Asn Asn Arg 
1 5 10 15 

Lys val Tyr 



1560 

1620 

1680 

1740 

1800 

1860 

1920 

1980 

2040 

2100 

2160 

2220 

2280 

2340 

2400 

2460 

2520 

2580 

2602 
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<210> 18 
<211> 15 
<212> PRT 

<213> Artificial sequence 

<220> 

<223> synthetic peptide SB187 
<400> 18 

Gin Thr ser val Ser Pro Ser Lys val He Leu Pro Arg Gly Cys 
15 10 15 

<210> 19 

<211> 22 

<212> DNA 

<213> Artificial sequence 
<220> 

<223> Primer NS 25 

<400> 19 

gggcagtcaa cagctaaaac ct ^ z 

<210> 20 

<211> 22 

<212> DNA 

<213> Artificial sequence 
<220> 

<223> Primer NS 26 

<400> 20 

tccagggagc aaaacaactt ct 11 
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